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Protein Information Resource (PIR) is an integrated bioinformatics resource that provides protein databases and analysis tools to support genomic and proteomic research. PIR recently joined with the European Bioinformatics Institute (EBI) and Swiss Institute of Bioinformatics (SIB) to establish UniProt––the Universal Protein Resource––to produce a single worldwide resource of protein sequence and function, by unifying the PIR, Swiss-Prot, and TrEMBL database activities (http://www.uniprot.org). PIR is a participant of the Cancer Biomedical Informatics Grid (caBIG), an infrastructure connecting individuals and institutions to enable the sharing of data and tools for cancer research and developed under the leadership of National Cancer Institute’s Center for Bioinformatics.
The purpose of the Grid-Enablement of PIR/UniProt Data Source project is to demonstrate how the PIR/UniProt data source can be discovered and consumed in a grid environment by creating an object layer and a web service layer for accessing the data source. The project has an n-tier architecture. The data layer, supported by Oracle 9i, stores the UniProt/PIR data. The data access layer utilizing Hibernate provides the mapping between relational database and object model. The object layer is developed using a Model Driven Architecture (MDA) approach. The use cases are developed with input from user community. The objects and their relations are designed using Unified Modeling Language (UML) in combination with existing UniProt XML schemas. An object-XML mapping tool (Castor) has been used to serialize/deserialize XML data from/to objects. The web service layer, supported by Apache Axis, provides language-independent programmatic access to the objects using SOAP protocol. 
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Short Biography:
Baris Suzek, M.S, is a Senior Bioinformatics Scientist at PIR. He received his M.S. in Computer Science from Johns Hopkins University, where he was a PhD candidate in Computational Biology. He has extensive work experience in Unix system, relational database, and various programming projects, and is fluent in programming using Unix, C/C++, Java, Perl, SQL, and XML. He has been involved in all aspects of the PIR software and database development life cycle, including database distribution in common formats such as XML and MySQL. Mr. Suzek is responsible for project management of the “caBIG Grid-Enablement of PIR/UniProt Data Source” project.
Audio/Visual Requirement:
· Microphone depending on the size of room.

· A projector to which a laptop can be connected.
